Key indicators: single-crystal X-ray study; T = 299 K; mean (C-C) = 0.006 Å; R factor = 0.061; wR factor = 0.166; data-to-parameter ratio = 14.4.
Related literature
For related structures, see: Gowda et al. (2009a,b,c) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
As a part of studying the effect of ring and side chain substitutions on the structures of biologically significant compounds (Gowda et al., 2009a,b,c) , the crystal structure of N- (3,5-dichlorophenyl) anti to the H atoms of the adjacent -CH 2 groups (Fig. 1) , similar to that observed in N- (3,5-dichlorophenyl) methylsuccinamic acid (Gowda et al., 2009c) and N-(3,5-dimethylphenyl) ethylsuccinamate (Gowda et al., 2009a) .
In the crystal, molecules are packed into centrosymmetric dimers through intermolecular N-H···O hydrogen bonds (Table 1 and Fig.2 ).
Experimental
A solution of succinic anhydride (0.02 mol) in toluene (25 ml) was treated dropwise with a solution of 3,5-dichloroaniline (0.02 mol) in toluene (20 ml) with constant stirring. The resulting mixture was stirred for 1 h and set aside for an additional 1 hour at room temperature for the completion of reaction. The mixture was then treated with dilute hydrochloric acid to remove the unreacted 3,5-dichloroaniline. The resultant solid N-(3,5-dichlorophenyl)succinamic acid was filtered under suction and washed thoroughly with water to remove the unreacted succinic anhydride and succinic acid. It was recrystallized to constant melting point from methanol. Pure N-(3,5-dichlorophenyl)succinamic acid in methanol was refluxed with 2 ml of conc. sulfuric acid for 2 h and was subjected to slow evaporation. The resulting N-(3,5-dichlorophenyl)methylsuccinamate was recrystallized from methanol. The purity of the compound was checked and characterized by its IR and NMR spectra.
Single crystals were grown in a methanol solution by slow evaporation at room temperature.
Refinement
The H atom of the NH group was located in a difference map and refined with a N-H distance restraint of 0.86 (2) Å. The remaining H atoms were positioned geometrically [C-H = 0.93-0.97 Å] and refined using a riding model. All H atoms were refined with isotropic displacement parameters (set to 1.2 times of the U eq of the parent atom). Figures   Fig. 1 . Molecular structure of the title compound, showing the atomic labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are represented as small spheres of arbitrary radii. 
